SCIENCE, PUBLIC HEALTH POLICY AND THE LAW

Review: Calls for Market Removal of COVID-19 Vaccines Intensify
as Risks Far Outweigh Theoretical Benefits
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A total 0f450 peer-reviewed studies demonstrate that COVID19 vaccines are
fundamentally harmful due to the widespread biodistribution, persistence, and
pathogenicity of modified mMRNA, the resulting Spike protein, and their lipid nanopartic
(LNP) delivery system.

SARS-CoV2 spike protein pathogenicity research collection

Sass, Erik &,

Compiled by Dr. Martin Wucher, MSC Dent Sc (eq DDS), Erik Sass, et al.
Doi: 10.5281/zenodo.14559644

Version 2, last updated December 26, 2024. Corresponding author: eriksass@gmail.com

Originally part of the outer coat of the SARS-CoV2 virus, where it functions as a “key” to “unlock” (infect) cells, spike proteins are also
produced in large amounts by the mRNA “vaccines,” triggering a short-lived immune response in the form of antibodies. However, a
growing body of evidence has shown that the spike protein is harmful by itself, independent of the rest of the virus.

The following (I. Alphabetical List) collects over 300 (n=320) peer-reviewed scientific studies confirming that the spike protein is highly
pathogenic on its own; most in vitro studies cited here used recombinant spike proteins or spike proteins in pseudoviral vectors, and
produced pathological effects not reliant on the SARS-CoV2 viral machinery.

The second section (ll. Categories) organizes the research into broad categories including affected tissues and organ systems,
mechanisms, and evidence from clinical pathology. Because these areas overlap, many articles appear more than once in the second
section.

MRNA "vaccine" biodistribution, persistence, and adjuvant toxicity
library

Sass, Erik (Contact person) &

Compiled by Dr. Martin Wucher, MSC Dent Sc (eq DDS), Dr. Byram Bridle, PhD, Erik Sass, et al.
Doi: 10.5281/zenodo.14559625

Last updated December 26, 2024. Corresponding author: eriksass@gmail.com

Originally part of the outer coat of the SARS-CoV2 virus, where it functions as a “key" to “unlock” (infect) cells, spike proteins are also
produced in large amounts by the mRNA “vaccines,” triggering a short-lived immune response in the form of antibodies. However, a
growing body of evidence has shown that the spike protein is harmful by itself (see: “Spike protein pathogenicity research library,”
https://zenodo.org/records/14559644), Furthermore, research has demonstrated that:

1) Both the “vaccine” mBNA encoding for the spike protein antigen and the spike protein itself can penetrate distant tissues,
causing systemic harms.

2) “Vaccine” mRBNA and the spike protein antigen persist in the tissues of human vaccine recipients and animal test subjects far
longer than claimed by public health officials, while viral spike proteins have been shown to persist even longer.

3) The ionizable lipid nanoparticles (LNPs) used in the experimental mBNA injections are highly inflammatory on their own,
including their polyethylene glycol (PEG) component, an established cause of anaphylaxis (an extreme allergic reaction).

The following research collection presents over 100 peer-reviewed studies (n=130) documenting I) the wide distribution and I1)
persistence of "vaccine” mRNA and the encoded spike protein, as well as Ill) the potential harms of the LNP delivery system (some
studies with overlapping findings appear in more than one category). Taken together with evidence of the spike protein’s pathogenicity
(https://zenodo.org/records/14559644), these findings suggest that the mRNA “vaccines” can distribute harmful, long-lasting spike
protein uncontrollably throughout the body, causing injuries and death by various means.

Please note that a small number of studies in section I) investigate the ability of viral spike protein resulting from infection to cross
important physiological barriers on its own, while some studies in section Il) demonstrate the long persistence of viral-derived spike
protein in the absence of viable virus, bolstering concerns about the identical “vaccine” spike.
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Figure 4. Effect of vaccination on blood parameters. Bars represent mean + SEM. (A) Plasma proBNP
levels showed a significant difference between vac+ and vac— patients (independent {-test, two-tailed,
*** p <0.001). (B) Serum carbamid s were significantly different between vac+ and vac— patients
(independent f-test, two-tailed, *** p < 0.0001). (C) Serum CRP le ere significantly different
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Lipid nanoparticles (LNPs) carrying modified mRNA travel t@all organ systems, instructing them to
become toxic full-length, prefusion-stabilized Spike protein factories.Product mRNA and resulting
Spike protein are founddirectly in affected tissues (heart, brain, adrenal glands) at autopsy.
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Intramyocardial Inflammation after COVID-19 Vaccination: An
Endomyocardial Biopsy-Proven Case Series
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Figure 2. Evidence of SARS-CoV-2 spike protein in cardiac tissue after COVID-19 vaccination. (A-C)
Representative immunohistochemical stainings of SARS-CoV-2 spike protein in EMBs from patients
diagnosed with DCMi after receiving Comirnaty® (panel A and B, patients 5 and 10) or Vaxzevria®
(panel C, patient 13). (D) SARS-CoV-2-positive cardiac tissue served as positive control. Magnification
400x. Scale bars 20 pm
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Expression of SARS-CoV-2 spike protein in cerebral Arteries: Implications | &&
for hemorrhagic stroke Post-mRNA vaccination
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found COVID19
MRNA vaccine Spike
protein expression in
the cerebral arteries of
hemorrhagic stroke
patients 17 months
after vaccination.
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Post-mortem analyses 0f325 peer-reviewedautopsy reports indicate ahigh likelihood of
a causal link between COVID-19 vaccination and death involving multiple organ systems.

Preferred Reporting Items for Systematic Reviews and Meta-Analyses
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A Systematic Review Of Autopsy Findings In Deaths After COVID-
19 Vaccination
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Excess Mortality

Along with VAERS, 22 studies
demonstrate that mass COVID
19 vaccination has led to
Increased mortality.

The total number of COVIEL9
vaccine deaths worldwide may
be greater thanl7 million .

Study/Data Source
Vaccine Adverse Event
Reporting

System (VAERS) [7]

Hulscher et al. [9]
Rancourt et al. [10]
Mostert et al. [11]
Skidmore [12]
Pantazatos and
Seligmann [13]
Hulscher et al. [14]
Aarstad and Kvitastein
[15]

Alessandria et al. [16]
Lataster [17]

Allen [18]

Kuhbandner and
Reitzner [19]

Rodrigues and
Andrade [20]

Key Finding

By September 6. 2024, the CDC has recorded 19,028 American COVID-19 vaccine deaths
reported to them by healthcare professionals or pharmaceutical companies who believe the
product is related to the death. The deaths reported in VAERS are estimated to be underreported
by a conservative multiplier of 31 [5]. This means the American death toll from COVID-19
vaccination may be 589,868 (19,028 x 31).

Demonstrated a high likelihood of a causal link between COVID-19 vaccines and death and
estimated that 73.9% of deaths after vaccination are directly caused or significantly contributed to
by COVID-19 vaccination.

Estimated 17 million COVID-19 vaccine-related deaths worldwide by September 2023.
Reported 3.1 million excess deaths potentially attributed to COVID-19 vaccination and
lockdowns across 47 Western countries from 2020 to 2022.

Estimated 278,000 Americans may have died from COVID-19 vaccines by December 2021.
Projected between 146,000 to 187,000 vaccine-associated deaths in the United States by August
2021.

Estimated 49.240 excess cardiac arrest deaths in the U.S. between 2021 and 2023, potentially
linked to COVID-19 vaccination.

Found a significant association between higher vaccine uptake and increased all-cause mortality.

Revealed higher all-cause mortality risks for those vaccinated with one or two doses compared to

unvaccinated individuals, with two doses leading to a 37% reduction in life expectancy during

follow-up.
Demonstrated a consistent positive correlation between COVID-19 vaccination rates and excess
mortality for every month analyzed.
Uncovered a significant correlation between Australian excess deaths and COVID-19 booster
injections, whereas no significant correlation was observed with the unvaccinated population.
Observed a significant positive correlation between COVID-19 vaccination rates and the rise in
excess mortality during the second and third pandemic years in Germany. with this correlation
becoming particularly pronounced in the third year [19].
Found that COVID-19 vaccination nearly doubles the risk of death from all causes after one-year
post-COVID infection.

Table 1. COVID-19 Vaccine Excess Mortality.



Reported Deaths for Major Drug/Vaccine Recalls

Historical Comparisons
FDA Class | Recall
Indicated

Paolio Vaccine "Cutter Incident of 1955" (<1 yr)

Swine Flu Vaccine of 1976 (<1 yr)

Meridia (13 yrs, recalled 1997)

Paosicor (1 yr, recalled 1998)

The total number of COVAI® vaccine deaths
reported to VAERS7,544 among all
participating countrie$ havefar exceeded the
recall limits of past vaccine withdrawals by up
to 375,340%

Diethylstilbestrol (37 yrs, recalled 1975)
Seldane (13 yrs, recalled 1997)

Rezulin (1 yr, recalled 2000)

In 1955, the Cutter polio vaccine was
immediately recalled aftetO death reports

Baycol (4 yrs, recalled 2001)

Bextra (1 yr, recalled 2005)

The swine flu vaccine of 1976 was recalled
after 53 reported fatalities

Vioxx (5 yrs, recalled 2004)

Covid-19 Vaccine (2+ yrs, yet to be recalled)
In 1999, the Rotashield vaccine was suspende
after 15 cases of bowel obstruction
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Deaths

The criteria for an FDA Class | recall, which
applies to products with a reasonable

probability of causing serious adverse heal
consequences or death, have been far
exceeded.

Figure 2. Reported Deaths for Major Drug/Vaccine Recalls Versus Total COVID-19 Vaccine Deaths Reported to VAERS. *Figure
reprinted from Rhodes and Parry [25], who obtained permission from VAERS Analysis to use their figure [26]. Permission to
use this figure has been granted in accordance with the open access Creative Common CC BY-NC 4.0 license.




1.Dorr et al- Study of 1,745 healthcare workers finds mMRNA boosters raise risk of
influenza-like iliness (flu, COVID, other viruses) by up to 70% and increase
workdays lost by 50%.

Negative Efficacy

2. Shrestha et al (Cleveland Clinicy The risk of COVIEL9 increased with the
number of vaccine doses received. Individuals with one prior dose had a 107%

8 studieshave demonstrated that higher risk (HR = 2.07, 95% CI: 1.72.52), while those with more than three doses
riSk Of SARE0V2 infection. 3. Feldstein et al (CDCY Children vaccinated with PfizerBioNTech without prior

SARSCoV-2 infection were 159% more likely to get infected (HR = 2.59, 95% CI:
1.2715.28) and 257% more likely to develop symptomatic COVHO (HR = 3.57,
95% CI: 1.1G11.63) compared to unvaccinated children without prior infection.
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Over Long-Term Follow-up: A Target Trial Emulation Effectiveness of the Coronavirus Disease 2019 Bivalent
Authors “ Vaccine
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5. loannou et alt Vaccine effectiveness (VE) against documented SARSoV-2
infection was -3.26% (95% ClI;6.78% t0-0.22%), meaning vaccinated individuals
had a statistically significant higher infection rate than the unvaccinated control

group.

6. Nakatani et alt Vaccinated individuals had an 85% increased odds of infection
compared to the unvaccinated (OR = 1.85, 95% CI: 1.33.57).

JOURNAL OF THE :
Pediatric Infectious Diseases Society
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Genomic Integration and Molecular Dysregulation in
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First Population -Wide Study Finds COVID-19 Vaccines Increase Risk of Multiple

Cancers. Nearly 300,000 people tracked for 30 monthg MmRNA vaccines increased risk o

any cancer (+23%), breast (+54%), bladder (+62%) and colorectal cancer (+35%).

> EXCLI J. 2025 Jul 1:24:690-707. doi: 10.17179/excli2025-8400. eCollection 2025. publmed

COVID-19 vaccination, all-cause mortality, and

hospitalization for cancer: 30-month cohort study in

an Italian province

Cecilia Acuti Martellucci ', Angelo Capodici ', Graziella Soldato 2, Matteo Fiore ', Enrico Zauli 2,
Roberto Carota 2, Marco De Benedictis 2, Graziano Di Marco 2, Rossano Di Luzio 2
Maria Elena Flacco 4, Lamberto Manzoli 1
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Bladder
cancer

+962Y%
'-;\

( Coloregty)|
cancer

+35%
a

Italian official health data: 30-month follow-up;
n =296,015; adjusted for age, sex, comorbidities
prior cancer & prior SARS-CoV-2 infection

| National Health System data sources

Rationale
Anecdotal reports suggested an association between SARS-CoV-2 vaccination and some cancers. but no formal assessment has been published. This
opulation-wide cohort analysis aimed to evaluate the risk of all-cause death and cancer hospitalization by SARS-CoV-2 immunization status

Methods

Multivariable Cox Proportional Hazard analysis performed using STATA 13
Exposure: ) Outcomes:
SARS-CoV-2 vaccination : 1. All-cause mortality
. with>1 or 23 doses ' 2 Cancer hospitalization

Adjusted by: age, gender, previous SARS-CoV-2 infection, comorbidities (including previous cancers)

Demegraphic
SARS-CoV-2 vaccination
Hospital admissions
SARS-CoV-2 swabs
Co-pay exemption

2 1 vaccine dose 2 3 vaccine doses

¢ 90-days HR — 80-days 95%Cl ¢ 180-days HR 180-days 95%Cl ¢ 365-days HR — 365-days 95%CI

Figure 2: Adjusted hazards ratios (HR) and 95% confidence intervals (Cl) # of hospitalization for all
cancers and selected cancers, by exposure to 2 1 or 2 3 vaccine doses B and by lag-time. The unvac-
cinated group is the reference category for all analyses.



The two largest COVID-19 vaccine safety studies ever
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